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1 -:110> APPLICANT: Kapeller-Llbermann , Rosana 

2 MacBeth, Kyle J. 
Williamson, Mark 

4 <120> TITLE OF INVENTION: 22012, A Novel Human Carboxypeptidase 

5 ^130> FILE REFERENCE: 5800-38 

6 <140> CURRENT APPLICATION NUMBER: 10/068,134 

7 <141> CURRENT FILING DATE: 2002-02-06 

9 <150> PRIOR APPLICATION NUMBER: US/09/34 5,469 

H) ':151> PRIOR FILING DATE: 1999-06-30 

1.^ <160> NUMBER OF SEQ ID NOS : 4 

14 <;170> SOFTWARE: FastSEQ for Windows Version 3.0 

16 <:210> SEQ ID NO: 1 

17 v211> LENGTH: 492 

18 <212> TYPE: PRT 

19 <';213> ORGANISM: Homo sapiens 
2n -:400> SEQUENCE: 1 
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9y gac ccc ggc ttc cag gag cgc ttc ttc cag cag cgt ctg gac cac ttc 147 

9'^ Asp Pro Giy Phe Gin Glu Arg Phe Phe Gin Gin Arg Leu Asp Hls Phe 

100 30 35 40 

I'jl aac ttc gag cgc ttc ggc aac aag acc ttc cct cag cgc ttc ctg gtg 195 

l:i2 Asn Phe Glu Arg Phe GLy Asn Lys Thr Phe Pro Arg Phe Leu Val 

1 •: ) j 4 5 5 0 5 5 

1()4 teg gac agg ttc tgg gtc egg ggc gag ggg ccc ate ttc ttc tac act 24 3 

l!.ir> Ser Asp Arg Phe Trp Val Arg Gly GLu Gly Pro lie Phe Phe Tyr Thr 

10b 60 65 70 75 

l(j7 .^(jg aac gag ggc gac gtg tgg gcc ttc gcc aac aac teg ggc ttc gtc 291 

108 Gly Asn Glu Giy Asp Val Trp Ala Phe Ala Asn Asn Ser Gly Phe Val 

109 80 85 90 

110 geg gag ctg gcg gcc gag egg ggg get eta ctg gtc ttc gcg gag cac 3 39 

111 Ala Glu Leu Ala Ala Glu Arg Gly Ala Leu Leu Val Phe Ala Glu His 

112 95 100 105 

113 cgc tac tac ggg aag teg ctg ccg ttc ggt gcg cag tee aeg cag cgc 387 

114 Arg Tyr Tyr Giy Lys Ser Leu Pro Phe Gly Ala Gin Ser Thr Gin Arg 

115 110 115 120 

116 ggg cac acg gag ctg ctg acg gtg gag cag gcc ctg gcc gac ttc gca 435 

117 Giy His Thr Glu Leu Leu Thr Val Glu Gin Ala Leu Ala Asp Phe Ala 

118 125 130 135 

119 gag ctg etc cgc gcg eta cga cgc gac etc ggg gcc cag gat gcc ccc 483 
12i) Glu Leu Leu Arg Ala Leu Arg Arg Asp Leu Gly Ala Gin Asp Ala Pro 

121 140 14 5 150 155 

122 gcc ate gee ttc ggt gga agt tat ggg ggg atg etc agt gcc tac ctg 531 

123 Ala lie Ala Phe Giy Gly Ser Tyr Gly Gly Met Leu Ser Ala Tyr Leu 

124 160 165 170 

125 agg atg aag tat ccc cac ctg gtg gcg ggg gcg ctg gcg gcc age gcg 579 

126 Arg Met Lys Tyr Pro His Leu Val Ala Gly Ala Leu Ala Ala Ser Ala 

127 175 180 185 

128 ccc gtt eta get gtg gca ggc etc ggc gac tec aac cag ttc ttc egg 627 

129 Pro VaL Leu Ala Val Ala Giy Leu Giy Asp Ser Asn Gin Phe Phe Arg 

130 L90 195 200 

131 gac gtc acg gcg gac ttt gag ggc cag agt ccc aaa tge ace cag ggt 67 5 

132 Asp Val Thr Ala Asp Phe Glu Gly Gin Ser Pro Lys Cys Thr (Un Giy 

133 205 210 215 

134 gtq egg gaa gcg ttc cga cag ate aag gac ttg ttc eta cag gga gee "2 3 

135 Val Arg Glu Ala Phe Arg Gin lie Lys Asp Leu Phe Leu Gin Giy Ala 

136 220 225 2 30 235 

137 tac gac acg gtc cgc tgg gag ttc ggc acc tge cag ccg ctg tea gac '^7 1 

138 Tyr Asp Thr Val Arg Trp (3lu Phe Gly Thr Cys Gin Pro Leu Ser Asp 

139 240 245 250 

140 gag aag gac ctg ace cag etc ttc atg ttc gcc egg aat gcc ttc acc 819 

141 Glu Lys Asp Leu Thr Gin Leu Phe Met Phe Ala Arg Asn Ala Phe Thr 

142 2 55 26 0 26 5 

143 gtg ct<j gee atg atg gac tac ccc tac ccc act gac ttc ctg ggt ccc 867 

144 Val Leu Ala Met Met Asp Tyr Pro Tyr Pro Thr Asp Phe Leu Gly Pro 

145 270 ' 275 ' 280 

146 etc cct qec aac ccc gtc aag gtg ggc tgt gat egg ctg ctg agt gag 915 
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l'^8 patterns 
I'ri <400> SEQUENCE: 3 

2')!) lie Phe Gly Gly Ser Asn Gly Gly Leu Leu 

J>)1 1 ' ^ 5 ' 10 

2'i ^ •:J10;- SEO id NO: 4 
2i)4 '-.Jil- LENGTH: 251 
j!t:, .:J12:> FYPE: PRT 

joh •:213> ORGANISM: Artificial Sequence 

207 ■:j.20:-> FEATURE: 

208 v223v r)THER INFORMATION: consensus sequence for the alpha/beta hydrolase 
20'^ family from the Prosite database of protein 

2L0 patterns 

211 v4 00> SEQUENCE: 4 

212 Phe Arg Val lie Ala Leu Asp Leu Arg Gly Phe Gly Glu Ser Ser Arg 

213 15 10 15 

214 Pro Ser Asp Leu Ala Asp Tyr Arg Phe Asp Asp Leu Ala Glu Asp Leu 

215 20 25 30 

2 1.r> Glu Ala Leu Leu Asp Ala Leu Gly Leu Asp Lys Pro Val lie Leu Val 

2 1.7 3 5 4 0 4 5 

218 Gly His Ser Met Gly Gly Ala Leu Ala Ala Ala Tyr Ala Ala Lys Tyr 

21.9 ' 50 55 60 

220 Pro Glu Glu Arg Val Lys Ala Leu Val Leu Val Ser Thr Pro Ala Pro 

221 65 70 75 80 

222 Ala Gly Leu Ser Ser Arg Leu Phe Pro Arg Leu Gly Asn Lou Glu Gly 

223 85 90 95 

224 Leu Leu Leu Ala Asn Phe Phe Asn Arg Leu Ser Arg Ser Val Glu Ala 

225 100 105 110 

226 Leu Leu Gly Arg Ala Leu Lys Gin Phe Phe Leu Leu Gly Arg Pro Phe 

227 115 120 125 

228 Val Ser Asp Phe Leu Lys Gin Ala Glu Asp Trp Leu Ser Ser Leu Ala 

229 130 135 140 

2 30 Arg Pro Gly Glu Thr Asp Gly Gly Asp Gly Leu Leu Gly Tyr Ala Val 

231 145 150 155 160 

2 32 Ala Leu Gly Lys Leu Leu Gin Trp Asp Arg Ser Ala Leu Lys Asp lie 

233 165 170 175 

2 34 Lys Val Pro Thr Leu Val lie Trp Gly Asp Asp Asp Pro Leu Val Pro 

235 180 185 190 

236 Leu Lys Ala Ser Glu Lys Leu Ser Ala Leu Phe Pro Asn Ala Glu Val 
23" 195 200 205 

238 Val Val lie Asp Asp Ala Gly His Leu Ala Leu Leu Glu Lys Pro Glu 

239 210 215 220 

240 Glu Val Ala Glu Leu lie Lys Phe Leu Ala Leu Ser Thr Asn Asx lie 

241 225 230 235 240 

242 Arg Asp Ala Leu Ser Thr Asn Asx lie Arg Asp 

243 245 250 
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